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Olsenella urininfantisa b s t r a c t
We report here the main characteristics of ‘‘Olsenella urininfantis” strain Marseille-P3197T (CSUR P3197).
That strain was isolated from a urine sample of a 26-day-old boy suffering from gastroesophageal reflux.
 2016 Elsevier Ltd. This is an open access article under the CC BY-NC-ND license (http://creativecommons.
org/licenses/by-nc-nd/4.0/).We conducted a culturomics study [1,2]. We cultivated a bacte-
rial strain, strain Marseille-P3197T, that could not be identified by
matrix-assisted laser desorption-ionization time-of-flight mass
spectrometry (MALDI-TOF MS) using a Microflex spectrometer
(Bruker Daltonics, Bremen, Germany) [3] of the urine from a 26-
day-old boy affected by gastroesophageal reflux. The patient’s par-
ents gave a signed informed consent and the ethics committee of
the Institut Federatif de Recherche IFR48 approved the study under
number 09-022.
The initial growth was obtained after 30 days of incubation in
an anaerobic blood culture vial (Becton Dickinson, Le Pont-de-
Claix, France) supplemented with 4 mL of 0.2 lm-filtered rumen
fluid and 5 mL of defibrined sheep blood (bioMérieux, Marcy
l’Etoile, France). A pure culture of strain Marseille-P3197T was then
obtained after 72 h of incubation at 37 C on 5% sheep blood-
enriched Columbia agar medium (bioMérieux) in anaerobic atmo-
sphere generated using the GENbag Anaer system (bioMérieux).
Agar-grown colonies were small, with a mean diameter of
300 lm, and translucent white. Bacterial cells were rod-shaped
and Gram-positive with a length ranging from 0.6 to 2.0 lm anda width ranging from 0.4 to 1.0 lm. Strain Marseille-P3197 did
not exhibit catalase or oxidase activities. The 16S rRNA gene was
sequenced using the fD1-rP2 primers as previously described [4],
using a 3130-XL sequencer (Applied Biosciences, Saint Aubin,
France). Strain Marseille-P3197 exhibited a 97.43% sequence simi-
larity with Olsenella profusa strain D315A-29T (Genbank accession
number NR036821) [5], its phylogenetically closest species with
standing nomenclature (Fig. 1). Olsenella profusa was first isolated
from the oral cavity and cells were described as short,
Gram-positive, strictly anaerobic, rod-shaped bacteria.
Strain Marseille-P3197T presenting a 16S rRNA gene sequence
divergence >1.3% with Olsenella profusa [6]. We considered strain
Marseille-P3197T as a potential new species of the genus Olsenella
(family Coriobacteriaceae, phylum Actinobacteria). We propose the
creation of the new species ‘‘Olsenella urininfantis” sp. nov. strain
Marseille-P3197T as the type strain of ‘‘Olsenella urininfantis”
(u.ri.n. L. fem. n. urina, the latin name of urine; and in.fant’is.
L. n. infans the latin name of an infant; u.rin.in.fan’tis. N.L. gen.
n. urininfantis of the urine of an infant).
MALDI-TOF Spectrum of ‘‘Olsenella urininfantis” strain
Marseille-P3197T is available in: (http://mediterranee-infection.
com/article.php?laref=256&titre=urms-database).
Nucleotide sequence accession number. The 16S r RNA gene
sequence was deposited in Genbank under accession number
LT598594.
Fig. 1. Phylogenetic tree showing the position of ‘‘Olsenella urininfantis” strain Marseille-P3197T relative to other phylogenetically-closest neighbours. The 16S rRNA gene
sequences were aligned using CLUSTALW, and phylogenetic inferences obtained using the maximum-likelihood method within the MEGA software. Numbers at the nodes are
percentages of bootstrap values (P95%) obtained by repeating the analysis 500 times to generate a majority consensus tree. Genbank accession numbers are indicated in
parentheses. The scale bar indicates a 1% nucleotide sequence divergence.
18 A. Morand et al. / Human Microbiome Journal 2 (2016) 17–18Deposit in a culture collection. Strain Marseille-P3197T was
deposited in the Collection de Souches de l’Unité des Rickettsies
(CSUR, WDCM 875) under number P3197.
Funding sources: This work was funded by Mediterrannée-
Infection Foundation.
References
[1] Lagier J-C et al. The rebirth of culture in microbiology through the example of
culturomics to study human gut microbiota. Clin Microbiol Rev 2015;28
(1):237–64.
[2] Hilt EE et al. Urine is not sterile: use of enhanced urine culture techniques to
detect resident bacterial flora in the adult female bladder. J Clin Microbiol
2014;52(3):871–6.[3] Seng P et al. Identification of rare pathogenic bacteria in a clinical microbiology
laboratory: impact of matrix-assisted laser desorption ionization-time of flight
mass spectrometry. J Clin Microbiol 2013;51(7):2182–94.
[4] Drancourt M et al. 16S ribosomal DNA sequence analysis of a large collection of
environmental and clinical unidentifiable bacterial isolates. J Clin Microbiol
2000;38(10):3623–30.
[5] Dewhirst FE et al. Characterization of novel human oral isolates and cloned 16S
rDNA sequences that fall in the family Coriobacteriaceae: description of
Olsenella gen. nov., reclassification of Lactobacillus uli as Olsenella uli comb.
nov. and description of Olsenella profusa sp. nov.. Int J Syst Evol Microbiol
2001;51:1797–804.
[6] Kim M et al. Towards a taxonomic coherence between average nucleotide
identity and 16S rRNA gene sequence similarity for species demarcation of
prokaryotes. Int J Syst Evol Microbiol 2014;64:346–51.
